In the title compound, C 13 H 13 NO 3 S, the dihedral angle between the benzene rings is 64.15 (7) and the C-S-N-C torsion angle is À57. 18 (12) . An intramolecular N-HÁ Á ÁO hydrogen bond closes an S(5) ring. In the crystal, O-HÁ Á ÁO hydrogen bonds link the molecules into C(8) chains propagating in [100] . Weak C-HÁ Á Á interactions are also observed.
Related literature
For background to the biological activity of sulfonamide compounds, see: Ozbek et al. (2007) ; El-Sayed et al. (2011) . For related structures, see: Gowda et al. (2008a,b,c) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ).
Cg1 and Cg2 are the centroids of the C1-C6 and C8-C13 benzene rings, respectively. Data collection: CrysAlis PRO (Oxford Diffraction, 2013 ); cell refinement: CrysAlis PRO; data reduction: CrysAlis PRO; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 for Windows (Farrugia, 2012) ; software used to prepare material for publication: WinGX (Farrugia, 2012) and PLATON (Spek, 2009 ).
Comment
The biological activities of sulphonamide compounds are well documented, for example as antimicrobial (Ozbek et al., 2007) and anticancer (El-Sayed et al., 2011) agents. Further to our interest in related compounds with potential biactivity, we now report the synthesis and crystal structure of the title compound.
The benzene rings (C1-C6 and C8-C13) of the title compound (I) in Fig. 1 make a dihedral angle of 64.15 (7)° with each other. The bridge C1-S1-N1-C8 torsion angle between the benzene rings is -57.18 (12)°. The O1-S1-O2 and C1-S1-N1 angles are 119.78 (6) and 107.97 (6)°, respectively. The bond lengths and angles are similar to those in related structures (Gowda et al., 2008a,b,c) .
The molecular conformation features an N-H···O hydrogen bond which forms an S(5) ring (Fig. 2) . In the crystal, molecules are linked by O-H···O hydrogen bonds into C(8) chains along [100] (Figs. 2 and 3 ). Weak C-H···π interactions are also observed (Table 1) .
Experimental
A mixture of 2-aminophenol (109 mg, 1 mmol) and p-toluenesulfonyl chloride (190 mg, 1 mmol) in 10 ml dioxane with addition of few drops of triethylamine as a catalyst, was refluxed for 4 h. The reaction mixture was left to cool at ambient temperature where the solid product was deposited, collected by filteration and recrystallized from ethanol in 91% yield.
Brown needles were grown from ethanol solution over 3 days at room temperature. M.p. 391 K.
Refinement
The H atoms of the NH and OH groups were found from difference Fourier maps and refined freely. The C-bound H atoms were positioned geometrically, with C-H = 0.95 and 0.98 Å and refined as riding with U iso (H) = 1.U eq (C) for the methyl H atoms and U iso (H) = 1.2U eq (C) for the other H atoms.
Computing details
Data collection: CrysAlis PRO (Oxford Diffraction, 2013 ); cell refinement: CrysAlis PRO (Oxford Diffraction, 2013); data reduction: CrysAlis PRO (Oxford Diffraction, 2013); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 for Windows (Farrugia, 2012) ; software used to prepare material for publication: WinGX (Farrugia, 2012) and PLATON (Spek, 2009 View of the title compound with displacement ellipsoids for non-H atoms drawn at the 50% probability level. ) is used only for calculating -R-factor-obs etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. Symmetry codes: (i) x−1, y, z; (ii) x, −y+3/2, z−1/2; (iii) −x, −y+1, −z+1.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (

